B 7 B

M CEE DR ROBEE

K % /NI B SR

%= f\fiV\ %%b
B #& f““’\‘ff
7

EFEEREAL El

2 % M\A%ﬁ?

8 & I{’J il U/?Sx

* FERRPALZBALIHEE, EAMEEMLT
TR LT &,

Macrorhabdus ornithogaster D445 0BT b 1o pEy:a8
FENT W T Bl Loy O BE 3

il H

EEBEOEE (1,000 L)
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KOJIMA Atsushi

Macrorhabdus ornithogaster (MO) is a pathogenic fungus that infects pet birds.
Chapter 1 describes the epidemiological evaluation of effective treatments that
target this organism. The findings revealed that additional administration of
micafungin or fluconazole resulted in a high negative MO rate (97.9%) in birds that
were resistant to amphotericin B monotherapy. Chapter 2 chronicles the
standardization of the procedure to establish pure cultures of MO directly from
feces. Optimization of the procedure included minimizing contamination by using
culture tubes, sterilization by strong acidic culture medium, growth promotion by
addition of culture supernatant, establishing appropriate time of medium
replacement, and cryopreservation. Chapter 3 evaluates the drug susceptibilities
of the cultured strains described in Chapter 2. The appropriate time to assess
susceptibility was found to be between 72-120 h. The drug susceptibilities of MO
strains was determined as per guidelines available for Candida spp. MO was found
to be susceptible to caspofungin and voriconazole in addition to micafungin and
fluconazole. This indicates that caspofungin and voriconazole may potentially be
utilized as novel therapeutic anti-MO agents. Chapter 4 describes the development
and utilization of novel MO-specific primers that amplified the D1/D2, internal
transcribed spacer, and intergenic spacer regions of the ribosomal MO DNA
directly from fecal samples. These primers will serve as useful tools to aid
epidemiological studies on MO. All members of the Board of the Thesis Assessment
Committee of TUAT unanimously approved this Doctoral Thesis (Doctor of
Philosophy) on account of the merits of its findings, contents, and structure as well

as the published articles that stem from this research.



